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<160> 13 

<210> 1 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed PCR pH„er including 3' region „f „3 and V.p, resiric.ion 

enzyme site to multiply RSV LTR. 

<400> 1 

ggcattaatg tagtcttatg caatactcct g 31 

<210> 2 
<211> 40 
<2I2> DNA 

<213> Artificial Sequence 
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<220> 

<223> Designed PGR primer including 5' non coding region of pl9 gene. Hi 
ncll, EcoRV and Bglll restriction enzyme site to multiply RSV LTR and do 
wn stream region of LTR. 

<400> 2 

gttaacgata tcagatctgc ttgatccacc gggcgaccag 40 

<210> 3 
<211> 36 
<212> DNA 

<213> Arti f icial Sequence 
<220> 

<223> Designed PGR primer including 5' region of RSV integrase gene and 
BamHI restriction enzyme site to multiply RSV integrase gene. 

<400> 3 

ttggatccat gcccttgaga gaggctaaag atcttc 36 

<210> 4 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed PGR primer including 3' region of RSV integrase gene, pol 
yA signal to multiply RSV integrase gene. 
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<400> 4 

tttattttaa ctctcgttgg cagcaagggt gtc 33 

<210> 5 
<2ll> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed PCR primer including 5' region of U5 and Vspl restriction 
enzyme site to multiply RSV LTR. 

<400> 5 

ggcattaatg aagccttctg cttcattca 29 

<210> 6 
<211> 51 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed PCR primer including 3' region of RSV integrase gene, pol 
yA signal, nuclear localization signal of SV40 large T antigen to multip 
ly RSV integrase gene. 

<400> 6 

tttattttaa accttcctct tcttcttagg actctcgttg gcagcaaggg t 51 
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<210> 7 

<21I> 858 

<212> DNA 

<213> Rous sarcoma virus 
<220> 

<22I> TATA signal 

<222> (84)... (90) 

<221> polyA signal 

<222> (107)... (112) 

<221> TATA signal 

<222> (431)... (437) 

<221> polyA signal 

<222> (454)... (459) 

<223> A part of circular form of RSV DNA, tandem repeat LTRs and adjacen 

t non coding region. 



<400> 7 



acgatcgtgc 


c t tat tagga 


aggcaacaga 


cgggtctaac 


acggat tgga 


cgaaccactg 


60 


aat tccgcat 


tgcggagata 


ttgtatttaa 


gtgcctagct 


cgatacaata 


aacgccat tt 


120 


taccat tcac 


cacat tggtg 


tgcacctggg 


t tgatggctg 


gaccgt tgat 


tccctgacga 


180 


ctacgagcac 


atgcatgaag 


cagaaggct t 


cat taatgta 


gtc t tatgca 


atactcctgt 


240 


agtct tgcaa 


catgct tatg 


taacgatgag 


t tagcaacat 


gccttacaag gagagaaaag 


300 


gcaccgtgca 


cgacgat tgg 


tggaagtaag 


gtggtatgat 


cgtaggtacg 


atcgtgcct t 


360 


at taggaagg 


caacagacgg 


gtctaacacg 


gat tggacga 


accactgaat 


tccgcat tgc 


420 


ggagatat tg 


tat t taagtg 


cctagc tcga 


tacaataaac 


gccat 1 1 tac 


cat tcaccac 


480 


at tggtgtgc 


acctgggt tg 


atggc tggac 


cgt tgat tec 


c'tgacgacta 


cgagcacatg 


540 


catgaagcag 


aaggcltcat 


t tggtgaccc 


cgacgtgatc 


gt tagggaat 


agtggtcggc 


600 


cacagacggc 


gtggcgatcc 


tgccc tcatc 


cglc tcgc 1 1 


altcggggag cggacgatga 


660 
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ccctagtaga gggggctgcg gcttaggagg 
tactgcaggg agcccagata ccctaccgag 
aagcccgacg actgagcggt ccaccccagg 
tcgcccggtg gatcaagc 858 

<210> 8 
<211> 972 
<2I2> DNA 

<213> Rous sarcoma virus 



gcagaagctg agtggcgtcg gagggagctc 720 
aactcagaga gtcgttggaa gacgggaaga 780 
cgtgattccg gttgctctgc gtgaccctgg 840 



<220> 
<221> CDS 
<222> 1...972 

/note=" precursor integrase or p36 protein" 
<221> CDS 
<222> L..858 

/note="inaturF integrase or p32 protein" 



<400> 8 



ccct tgagag 


aggctaaaga 


tct tcatacc 


gctctccata 


t tggaccccg 


cgcgctatcc 


60 


aaagcgtgta 


atatatctat 


gcagcaggc t 


agggaggt tg 


t tcagacc tg 


cecgcat tgt 


120 


aat tcagccc 


ctgcgt tgga 


ggccggagta 


aaccctaggg 


gtt tgggacc 


cctacagata 


180 


tggcagacag 


act t tacgct 


tgagcc taga 


atggcccccc 


gt tec tggct 


cge tgt tact 


240 


gtggacaccg 


cctcatcagc 


gatagtcgta 


actcagcatg 


gccgtgtcac 


atcggt tgct 


300 


gtacaacatc 


at tgggccac 


ggctatcgcc 


gt 1 1 tgggaa 


gaccaaaggc 


cataaaaaca 


360 


gataacgggt 


cctgct tcac 


gtc taaatcc 


acgcgagagt 


ggctcgcgag 


atgggggata 


420 


gcacacacca 


ccgggat tec 


gggtaat tec 


cagggtcaag 


ctatggtaga 


gcgggccaac 


480 


cggctcctga 


aagataggat 


ccgtgtgct t 


gcggaggggg 


acggctttat 


gaaaagaatc 


540 


cccaccagca 


aacaggggga 


acta t tagcc 


aaggcaatgl 


algccctcaa 


tcactttgag 600 
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cgtggtgaaa acacgaaaac accgatacaa aaacactgga gacctaccgt tcttacagaa 660 

ggacccccgg ttaaaatacg aatagagaca ggggagtggg aaaaaggatg gaacgtgctg 720 

gtctggggac gaggttatgc cgctgtgaaa aacagggaca ctgataaggt tatttgggta 780 

ccctctcgaa aagttaaacc ggacatcacc caaaaggatg aggtgactaa gaaagatgag 840 

gcgagccctc tttttgcagg catttctgac tggataccct ggggagacaa gcaagaagga 900 

ctccaaggag aaaccgctag caacaagcaa gaaagacccg gagaagacac ccttgctgcc 960 
aacgagagtt aa 972 

<210> 9 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed PGR primer including 5' region of GFP gene and a part of 
Nhel restriction enzyme site to multiply GFP gene. 

<400> 9 

ctagcgctac cggtcgccac c 21 

<210> 10 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed PGR primer including antisense sequence of GFP ORF to mu 

1 1 iply a part of GFP gene. 

<400> 10 

gttgccgtcc tccttgaagt 20 
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<210> 11 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed PCR primer including U5 region LTR sequence to 
multiply a part of integrated plasmid vecter. 

<400> 11 

ttggtgtgca cctgggttga t 21 

<210> 12 

<211> 36 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed PCR primer including 5' end of GFP ORF sequence to 
multiply a part of GFP gene. 

<400> 12 

atggtgagca agggcgagga gctgttcacc ggggtg 36 

<210> 13 

<21l> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed PCR primer including a part of GFP ORF sequence to 
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multiply a part of GFP gene 
<400> 13 

gtcgagctgg acggcgacgt 20 



